Rover: a tool to visualize and validate quantitative proteomics data from different sources.
Manual validation of regulated proteins found in MS-driven quantitative proteome studies is tedious. Here we present Rover (http://genesis.ugent.be/rover), a tool that facilitates this process. Rover accepts quantitative data from different sources such as MASCOT Distiller and MaxQuant and, in an intuitive environment, Rover visualizes these data such that the user can select and validate algorithm-suggested regulated proteins in the frame of the whole experiment and in the context of the protein inference problem.